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WHOi#3EH% (IN.1#x) H3ERBDEDS-5670einROHHEN1E

[Recommendation by WHO]
The GISAID accession number provided on 7 May

2024 as an example IJN.1 lineage had low coverage in
a section of the spike receptor binding domain. The

accession numbers have been revised in the

statement and are as follows: GenBank: PP298019,

GISAID: EPI_ISL_18872762.

Date :

2024.05.15

1st Amino Acid Sequence
File Name
Sequence Size

: JN.1-WHO_RBD_18872762.prj

i 222

2nd Amino Acid Sequence
File Name
Sequence Size

: JN.1 RBD 18465821.prj

s 222

Unit Size to Compare : 2

Percent Similarity
Percent Identity

: 100.0(222/222)
: 100.0(222/222)
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[DS-5670e€]

Virus detail

Virus name: hCoV-19/Japan/PG-580567/2023

Accession ID: EPI_ISL_18465821

Type: betacoronavirus

Clade: GRA

Pango Lineage: JN.1 (Pango v.4.3.1 consensus call), Omicron (BA.2-like) (Scorpio)

WHO Recommended
DS-5670e

WHO Recommended
DS-5670e

WHO Recommended
DS-5670e

WHO Recommended
DS-5670e

61
61

121
121

181

JN.1_RBDE&5 v

Original RBD aa 1 RVQPTES
JN.1 RBD_18465821 1

Original RBD aa 61 CYGVS
JN.1 RBD_18465821 €1

Original RBD aa 121 NNLDS
JN.1 RBD 18465821 121 .K...

Original RBD aa 181 PINGVGYQPYR!
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